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CORONA VIRUS ASISI GELISTIRMEDE ONEMLI
NOKTALAR

* Gelistirilecek asi nasil bir bagisiklik cevabi olusturacak? (Antikor?
Hlicresel cevap?)

* Asi nasil test edilecek? (Hayvan calismalari, insanlarda yapilacak
calismalar)

* Guvenlik sorunlari
* COVID enfeksiyonu gecirenlerde yeterli bagisiklik cevabi olusuyor mu?
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Potansiyel COVID antijenlerinin belirlenmesi

* Spike proteini
* Nukleokapsid proteini
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Steffen, I. and Simmons, G. (2015). Coronaviruses.
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Figure 14: Part 1 of 2. Sequences from 54 subjects with COVID-19 were found to have

highly conserved nucleocapsid peptide sequences from positions 1-419 with the exception of
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An Effective CTL Peptide Vaccine for Ebola Zaire
Based on Survivors' CD8+ Targeting of a Particular
Nucleocapsid Protein Epitope with Potential
Implications for COVID-19 Vaccine Design

Herst CV#, Burkholz S, Sidney J', Sette Al Harris PE#, Massey SP, Brasel
TP, Cunha-Neto E¢4¢, Rosa DS%f, Chao WCH/, Carback R?, Hodge T,
Wang L?, Ciotlos S*, Lloyd P?,

Rubsamen R*P*

Vaccine 2020

Figure 15: Part 2 of 2. Sequences from 54 subjects with COVID-19 were found to have

highly conserved nucleocapsid peptide sequences from positions 1-419 with the exception of

three positions. At position 194, three individual sequences differ with non-conserved amino
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COVID-19’ a KARSI DNA ve
PEPTID ASILARI

NELER YAPILABILIR?
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Consortium Candidate vaccine Keterence

Table 1 Major COVID-19 vaccine development programs

Whole virus vaccines
Janssen (Johnson & Johnson) Adenovirus-vectored vaccine using AdVac® and PER.C6® technology [10]
Codagenix/Serum Institute of India Live-attenuated vaccine [11]
Subunit vaccines
University of Queensland/CEPI Protein-based vaccine using Molecular Clamp platform
Novavax Recombinant nanoparticle technology
Clover Bipharmaceuticals S-trimer recombinant protein using Trimer-Tag technology

Baylor College of Medicine, Fudan University, Coronavirus RBD protein-based vaccine
New York Blood Center, Univ Texas Medical Branch
Vaxart Oral recombinant protein vaccine using VAAST platform

Nucleic acid vaccines
[novio/Beijing Advaccine Biotechnology Co./CEPI DNA vaccine (INO-4800, based on INO-4700 MERS vaccine)

Moderna/NIH/CEPI mRNA vaccine [18]
CureVac/CEPI mRNA vaccine [19]




ClinicalTrials.gov, 02/04/2020 17 Studies found for: COVID vaccine
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clinicaltrials.gov da 2.4.2020 tarihi itibariyle yer alan virla tabanli COVID 10 asi ¢alismalari

Recruiting Immunity and Safety *Pathogen Infection Covid-19 |*Biological: Injection and *Shenzhen Geno-immune Medical Institute
of Covid-19 Synthetic Infection infusion of LV-SMENP- Shenzhen, Guangdong, China
Minigene Vaccine DC vaccine and antigen- *Shenzhen Second People's Hospital
specific CTLs Shenzhen, Guangdong, China

*Shenzhen Third People's Hospital
Shenzhen, Guangdong, China

Not yet recruiting A Study of a *Coronavirus *Biological: ChAdOx1 nCoV-19[*NIHR WTCRF, University Hospital
Candidate COVID- *Other: Saline Placebo Southampton NHS Foundation Trust
19 Vaccine (COV001) Southampton, Hampshire, United
Kingdom

sImperial College Healthcare NHS Trust
London, United Kingdom
*CCVTM, Unive

Active, not A Phase | Clinical |*COVID-19 *Biological: *Hubei Provincial Center for
recruiting Trialin 18-60 Recombinant Novel | pisease Control and
Adults Coronavirus Vaccine Prevention

(Adenovirus Type 5

Vector) Wuhan, Hubei, China



https://clinicaltrials.gov/ct2/show/NCT04276896%3Fterm=COVID+vaccine&draw=2&rank=3
https://clinicaltrials.gov/ct2/show/NCT04324606%3Fterm=COVID+vaccine&draw=2&rank=4
https://clinicaltrials.gov/ct2/show/NCT04313127%3Fterm=COVID+vaccine&draw=2&rank=7
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Viral Antijenlerin Imminojenitelerinin
arttirilmasi

* Viral vektorlere, nanopartikullere antijen genlerinin yerlestirilmesi
(COVID-19 S ve nukleokapsid genleri)

* Rekombinant antijen Uretilmesi

* Viral vektorlerin ve rekombinant antijen proteinlerinin subkutan,
intramuskuler uygulamasi



Ad-Spike
Ad-Nucleokapsid

Nanopartikul
Tasiyicili
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Asi Gelistirme

GMP Uretimi
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Saglikh, risk grubu
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1: Injection Dendritic Cell (DC) A=Y enstitisdi
of Vaccine
Antigenl — N
I
A 5 2: Binding to
Infected ntigen2 pendritic Cell
sites II
II 5. DC expands CD8 T d 1
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cells which can
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o “ 3: AG1/Ag2 on Class |
6:T Cells travel through blood O

\
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\\(/ oo cells; expands CD4 T

MHC of DC
to the infected sites to kill N o
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Anti-AG1 or Anti-Ag2 antibodies Lymph Node
bind to viral particles
Lymph Node Adapted from

Cancer Immunol Immunother (2009) 58:1949—-1957
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s* COVID 19 pozitif hastalara, kendi sagliklarini tehlikeye

atarak her tlrlt destegi veren fedakar meslektaslarima

COVID 19 icin ilac, asi ve tedavi arastirmalarina destek
veren TUBITAK nezdinde devletimize

TESEKKUR EDIYORUM
COVID 19 icin ilag, asi ve tedavi arastirmalarina katkida

bulunan tim ekiplere basarilar diliyorum



